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Title Wave IV Polygenic Scores - Release 2

File Name pgs2.xpt

Case Quantity 9130

Variable Count 121

FID - Family ID

Type Text

Constraints Maximum Length: 8

Valid Invalid Minimum Maximum
9130 0 40003 99886999

AID - Respondent ID

Type Text

Constraints Maximum Length: 8

Valid Invalid Minimum Maximum
9130 0 10316654 99886999

PSDS1 - SSGAC_DS_2018

Type Numeric (Double)

Valid Invalid Minimum Maximum Mean StdDev
9130 0 -4.99 4.17 0 1

PSDEP1 - GWAMA_WellBeing_2019_Dep

Type Numeric (Double)

Valid Invalid Minimum Maximum Mean StdDev
9130 0 -3.16 4.17 0 1

PSFAMPAT - CCACE_FamHist_Paternal_2018

Type Numeric (Double)

Valid Invalid Minimum Maximum Mean StdDev
9130 0 -3.55 4.38 0 1
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PSCPD1 - GSCAN_CPD_2019

Type Numeric (Double)

Valid Invalid Minimum Maximum Mean StdDev
9130 0 -3.86 3.69 0 1

PSNEUDEP - CTG_Neuroticism_2018_Dep

Type Numeric (Double)

Valid Invalid Minimum Maximum Mean StdDev
9130 0 -4.63 3.8 0 1

PSSPEED - SSGAC_Risk_2019_AutoSpeed

Type Numeric (Double)

Valid Invalid Minimum Maximum Mean StdDev
9130 0 -4.11 4.21 0 1

PSPUBSTD - PGC_Social_2018_PubClub

Type Numeric (Double)

Valid Invalid Minimum Maximum Mean StdDev
9130 0 -3.55 3.55 0 1

PSPTSDAL - PGC_PTSD_2018_Full

Type Numeric (Double)

Valid Invalid Minimum Maximum Mean StdDev
9130 0 -3.48 3.49 0 1

PSNEBFEM - SocioGen_NEB_2016_female

Type Numeric (Double)

Frequency % of total % of valid
Missing . missing 4,320 47.3%

Total 4,320 47.3%

Valid Invalid Minimum Maximum Mean StdDev
4810 4320 -4.3 3.38 0 1
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PSNEUWOR - CTG_Neuroticism_2018_Worry

Type Numeric (Double)

Valid Invalid Minimum Maximum Mean StdDev
9130 0 -4.34 4.1 0 1

PSCANSTD - ICC_EvrCannabis_2018

Type Numeric (Double)

Valid Invalid Minimum Maximum Mean StdDev
9130 0 -4.91 3.4 0 1

PSADHD1 - PGC_ADHD_2010

Type Numeric (Double)

Valid Invalid Minimum Maximum Mean StdDev
9130 0 -3.81 3.82 0 1

PSEDU1 - SSGAC_EDU_2018

Type Numeric (Double)

Valid Invalid Minimum Maximum Mean StdDev
9130 0 -4.13 3.55 0 1

PSADSTD - CTG_AD_2019

Type Numeric (Double)

Valid Invalid Minimum Maximum Mean StdDev
9130 0 -3.79 3.52 0 1

PSSBPSTD - ICBP_SBP

Type Numeric (Double)

Valid Invalid Minimum Maximum Mean StdDev
9130 0 -4.61 3.45 0 1

PSBMI1 - GIANT_BMI_2018

Type Numeric (Double)
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Valid Invalid Minimum Maximum Mean StdDev
9130 0 -3.48 3.56 0 1

PSFAMMAT - CCACE_FamHist_Maternal_2018

Type Numeric (Double)

Valid Invalid Minimum Maximum Mean StdDev
9130 0 -3.61 4.3 0 1

PSLIFES1 - GWAMA_WellBeing_2019_Uni_LifeSat

Type Numeric (Double)

Valid Invalid Minimum Maximum Mean StdDev
9130 0 -4.84 3.63 0 1

PSHGT1 - GIANT_Height

Type Numeric (Double)

Valid Invalid Minimum Maximum Mean StdDev
9130 0 -5.91 4.91 0 1

PSMENO - RepoGen_Menopause_2015

Type Numeric (Double)

Valid Invalid Minimum Maximum Mean StdDev
9130 0 -3.72 4.63 0 1

PSPTSDAA - PGC_PTSD_2018_AA

Type Numeric (Double)

Frequency % of total % of valid
Missing . missing 7,155 78.4%

Total 7,155 78.4%

Valid Invalid Minimum Maximum Mean StdDev
1975 7155 -3.3 4.05 0 1

PSNEURO1 - GWAMA_WellBeing_2019_Neuroticism

Type Numeric (Double)
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Valid Invalid Minimum Maximum Mean StdDev
9130 0 -3.74 3.93 0 1

PSSCZSTD - PGC_SCZ_2011

Type Numeric (Double)

Valid Invalid Minimum Maximum Mean StdDev
9130 0 -3.93 3.06 0 1

PSANSTD - PGC_AN_2019

Type Numeric (Double)

Valid Invalid Minimum Maximum Mean StdDev
9130 0 -3.21 4.05 0 1

PSMISTD - CARDIoGRAM_MI_2015

Type Numeric (Double)

Valid Invalid Minimum Maximum Mean StdDev
9130 0 -4.06 3.98 0 1

PSSOCSTD - PGC_Social_2018

Type Numeric (Double)

Valid Invalid Minimum Maximum Mean StdDev
9130 0 -4.58 3.66 0 1

PSADAA - PGC_AlcDep_2018_AA

Type Numeric (Double)

Frequency % of total % of valid
Missing . missing 7,155 78.4%

Total 7,155 78.4%

Valid Invalid Minimum Maximum Mean StdDev
1975 7155 -3.19 3.69 0 1

PSMDD1 - PGC_MDD_2019

Type Numeric (Double)
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Valid Invalid Minimum Maximum Mean StdDev
9130 0 -3.77 3.6 0 1

PSEVRSK1 - SSGAC_Risk_2019_EvrSmk

Type Numeric (Double)

Valid Invalid Minimum Maximum Mean StdDev
9130 0 -4.25 4.25 0 1

PSNEBMAL - SocioGen_NEB_2016_male

Type Numeric (Double)

Frequency % of total % of valid
Missing . missing 4,810 52.7%

Total 4,810 52.7%

Valid Invalid Minimum Maximum Mean StdDev
4320 4810 -3.9 3.61 -0.02 1

PSAFBALL - SocioGen_AFB_2016_pooled

Type Numeric (Double)

Valid Invalid Minimum Maximum Mean StdDev
9130 0 -4.04 4.04 0 1

PSPLASMA - CORNET_Plasma_2014

Type Numeric (Double)

Valid Invalid Minimum Maximum Mean StdDev
9130 0 -3.52 3.98 0 1

PSSNORE - CTG_Insomnia_2019_Snoring

Type Numeric (Double)

Valid Invalid Minimum Maximum Mean StdDev
9130 0 -3.44 4.07 0 1

PSWHRSTD - GIANT_WHR

Type Numeric (Double)
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Valid Invalid Minimum Maximum Mean StdDev
9130 0 -3.77 3.85 0 1

PSAFBFEM - SocioGen_AFB_2016_female

Type Numeric (Double)

Frequency % of total % of valid
Missing . missing 4,320 47.3%

Total 4,320 47.3%

Valid Invalid Minimum Maximum Mean StdDev
4810 4320 -3.45 3.58 -0.01 1

PSREACT - CCACE_ReAct_2018

Type Numeric (Double)

Valid Invalid Minimum Maximum Mean StdDev
9130 0 -3.56 4.01 0 1

PSEVRSK2 - TAG_EVRSMK_2010

Type Numeric (Double)

Valid Invalid Minimum Maximum Mean StdDev
9130 0 -4.64 3.58 0 1

PSCPD2 - TAG_CPD_2010

Type Numeric (Double)

Valid Invalid Minimum Maximum Mean StdDev
9130 0 -4.01 3.69 0 1

PSEXTRAV - GPC_Extraversion_2015

Type Numeric (Double)

Valid Invalid Minimum Maximum Mean StdDev
9130 0 -3.37 4.55 0 1

PSCOGF - CCACE_CogFunc_2018

Type Numeric (Double)
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Valid Invalid Minimum Maximum Mean StdDev
9130 0 -3.63 4.47 0 1

PSBIPOL - PGC_Bipolar_2011

Type Numeric (Double)

Valid Invalid Minimum Maximum Mean StdDev
9130 0 -4.25 3.58 0 1

PSADHD2 - PGC_ADHD_2017

Type Numeric (Double)

Valid Invalid Minimum Maximum Mean StdDev
9130 0 -3.82 3.66 0 1

PSLIFES2 - GWAMA_WellBeing_2019_LifeSat

Type Numeric (Double)

Valid Invalid Minimum Maximum Mean StdDev
9130 0 -4.66 3.48 0 1

PSPOSAF1 - GWAMA_WellBeing_2019_Uni_PosAff

Type Numeric (Double)

Valid Invalid Minimum Maximum Mean StdDev
9130 0 -4.67 3.71 0 1

PSASDSTD - PGC_ASD_2019

Type Numeric (Double)

Valid Invalid Minimum Maximum Mean StdDev
9130 0 -3.95 3.79 0 1

PSPPSTD - ICBP_PP

Type Numeric (Double)

Valid Invalid Minimum Maximum Mean StdDev
9130 0 -4.26 4.1 0 1
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PSCADSTD - CARDIoGRAM_CAD

Type Numeric (Double)

Valid Invalid Minimum Maximum Mean StdDev
9130 0 -4.06 4.22 0 1

PSLIPLDL - GLGC_Lipids_LDL_2013

Type Numeric (Double)

Valid Invalid Minimum Maximum Mean StdDev
9130 0 -3.76 3.97 0 1

PSRISSTD - SSGAC_Risk_2019

Type Numeric (Double)

Valid Invalid Minimum Maximum Mean StdDev
9130 0 -4.78 3.66 0 1

PSDEP2 - GWAMA_WellBeing_2019_Uni_Dep

Type Numeric (Double)

Valid Invalid Minimum Maximum Mean StdDev
9130 0 -3.79 3.55 0 1

PSMDD2 - PGC_MDD_2013

Type Numeric (Double)

Valid Invalid Minimum Maximum Mean StdDev
9130 0 -4.17 4.08 0 1

PSDEPAFF - CTG_Neuroticism_2018_DepAff

Type Numeric (Double)

Valid Invalid Minimum Maximum Mean StdDev
9130 0 -3.54 3.45 0 1

PSGETUP - CTG_Insomnia_2019_GetUp

Type Numeric (Double)
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Valid Invalid Minimum Maximum Mean StdDev
9130 0 -3.83 4.27 0 1

PSMAPSTD - ICBP_MAP

Type Numeric (Double)

Valid Invalid Minimum Maximum Mean StdDev
9130 0 -4.15 3.58 0 1

PSLIPHDL - GLGC_Lipids_HDL_2013

Type Numeric (Double)

Valid Invalid Minimum Maximum Mean StdDev
9130 0 -4.09 3.35 0 1

PSSLEEPD - CTG_Insomnia_2019_SleepDur

Type Numeric (Double)

Valid Invalid Minimum Maximum Mean StdDev
9130 0 -4.22 3.56 0 1

PSNEURO2 - GWAMA_WellBeing_2019_Uni_Neuroticism

Type Numeric (Double)

Valid Invalid Minimum Maximum Mean StdDev
9130 0 -3.73 3.54 0 1

PSDPW1 - SSGAC_Risk_2019_DPW

Type Numeric (Double)

Valid Invalid Minimum Maximum Mean StdDev
9130 0 -3.52 4.02 0 1

PSLIPTC - GLGC_Lipids_TC_2013

Type Numeric (Double)

Valid Invalid Minimum Maximum Mean StdDev
9130 0 -4.19 3.49 0 1
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PSHGT2 - GIANT_Height_2018

Type Numeric (Double)

Valid Invalid Minimum Maximum Mean StdDev
9130 0 -3.64 4.16 0 1

PSAGESMK - GSCAN_AgeSmkInt_2019

Type Numeric (Double)

Valid Invalid Minimum Maximum Mean StdDev
9130 0 -3.64 4.05 0 1

PSPOSAF2 - GWAMA_WellBeing_2019_PosAff

Type Numeric (Double)

Valid Invalid Minimum Maximum Mean StdDev
9130 0 -4.24 3.67 0 1

PSAFBMAL - SocioGen_AFB_2016_male

Type Numeric (Double)

Frequency % of total % of valid
Missing . missing 4,810 52.7%

Total 4,810 52.7%

Valid Invalid Minimum Maximum Mean StdDev
4320 4810 -3.35 3.46 0.01 1

PSDIABT1 - DIAGRAM_Diabetes_2014

Type Numeric (Double)

Valid Invalid Minimum Maximum Mean StdDev
9130 0 -3.89 4.55 0 1

PSBMI2 - GIANT_BMI

Type Numeric (Double)

Valid Invalid Minimum Maximum Mean StdDev
9130 0 -3.97 3.82 0 1
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PSNEBALL - SocioGen_NEB_2016_pooled

Type Numeric (Double)

Valid Invalid Minimum Maximum Mean StdDev
9130 0 -3.38 3.88 0 1

PSMDD3 - PGC_MDD_2018

Type Numeric (Double)

Valid Invalid Minimum Maximum Mean StdDev
9130 0 -4.1 6.35 0 1

PSDS2 - SSGAC_DS_2016

Type Numeric (Double)

Valid Invalid Minimum Maximum Mean StdDev
9130 0 -4.99 4.17 0 1

PSAUTISM - PGC_Autism_2017

Type Numeric (Double)

Valid Invalid Minimum Maximum Mean StdDev
9130 0 -3.55 4.02 0 1

PSGYM - PGC_Social_2018_Gym

Type Numeric (Double)

Valid Invalid Minimum Maximum Mean StdDev
9130 0 -3.84 3.61 0 1

PSRELGRP - PGC_Social_2018_RelGrp

Type Numeric (Double)

Valid Invalid Minimum Maximum Mean StdDev
9130 0 -3.76 3.61 0 1

PSLIPTG - GLGC_Lipids_TG_2013

Type Numeric (Double)
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Valid Invalid Minimum Maximum Mean StdDev
9130 0 -4.52 3.61 0 1

PSINSOMN - CTG_Insomnia_2019

Type Numeric (Double)

Valid Invalid Minimum Maximum Mean StdDev
9130 0 -4.79 3.88 0 1

PSXDIS - PGC_XDIS_2013

Type Numeric (Double)

Valid Invalid Minimum Maximum Mean StdDev
9130 0 -12.46 4.81 0 1

PSNEBSTD - SocioGen_NEB_2016

Type Numeric (Double)

Valid Invalid Minimum Maximum Mean StdDev
9130 0 -3.38 3.88 0 1

PSADALL - PGC_AlcDep_2019_Full

Type Numeric (Double)

Valid Invalid Minimum Maximum Mean StdDev
9130 0 -3.49 3.74 0 1

PSNEURO3 - CTG_Neuroticism_2018

Type Numeric (Double)

Valid Invalid Minimum Maximum Mean StdDev
9130 0 -3.99 3.81 0 1

PSEVRSK3 - GSCAN_EvrSmk_2019

Type Numeric (Double)

Valid Invalid Minimum Maximum Mean StdDev
9130 0 -3.31 4.51 0 1
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PSINTELL - CTG_Intelligence_2018

Type Numeric (Double)

Valid Invalid Minimum Maximum Mean StdDev
9130 0 -4.07 4.64 0 1

PSDIABT2 - DIAGRAM_Diabetes_2012

Type Numeric (Double)

Valid Invalid Minimum Maximum Mean StdDev
9130 0 -4.41 4.68 0 1

PSWCSTD - GIANT_WC

Type Numeric (Double)

Valid Invalid Minimum Maximum Mean StdDev
9130 0 -4.36 3.52 0 1

PSADAANR - PGC_AlcDep_2018_AA_NoRel

Type Numeric (Double)

Frequency % of total % of valid
Missing . missing 7,155 78.4%

Total 7,155 78.4%

Valid Invalid Minimum Maximum Mean StdDev
1975 7155 -3.61 3.28 0 1

PSMENARC - RepoGen_Menarche_2014

Type Numeric (Double)

Valid Invalid Minimum Maximum Mean StdDev
9130 0 -3.69 4.22 0 1

PSDBPSTD - ICBP_DBP

Type Numeric (Double)

Valid Invalid Minimum Maximum Mean StdDev
9130 0 -4.42 3.6 0 1
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PSDPW2 - GSCAN_DPW_2019

Type Numeric (Double)

Valid Invalid Minimum Maximum Mean StdDev
9130 0 -3.9 3.66 0 1

PSAD2013 - IGAP_AD_2013

Type Numeric (Double)

Valid Invalid Minimum Maximum Mean StdDev
9130 0 -4.04 3.49 0 1

PSDOZING - CTG_Insomnia_2019_Dozing

Type Numeric (Double)

Valid Invalid Minimum Maximum Mean StdDev
9130 0 -3.94 3.88 0 1

PSNSP - SSGAC_Risk_2019_NSP

Type Numeric (Double)

Valid Invalid Minimum Maximum Mean StdDev
9130 0 -4.16 3.68 0 1

PSEDU2 - SSGAC_EDU_2016

Type Numeric (Double)

Valid Invalid Minimum Maximum Mean StdDev
9130 0 -3.41 4.23 0 1

PSMORN - CTG_Insomnia_2019_Morning

Type Numeric (Double)

Valid Invalid Minimum Maximum Mean StdDev
9130 0 -3.58 3.97 0 1

PSSTOPSK - GSCAN_StopSmk_2019

Type Numeric (Double)
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Valid Invalid Minimum Maximum Mean StdDev
9130 0 -4.14 3.57 0 1

PSNAPPNG - CTG_Insomnia_2019_Napping

Type Numeric (Double)

Valid Invalid Minimum Maximum Mean StdDev
9130 0 -4.42 3.44 0 1

PSAFBSTD - SocioGen_AFB_2016

Type Numeric (Double)

Valid Invalid Minimum Maximum Mean StdDev
9130 0 -4.04 4.04 0 1

PSLONELY - PGC_Social_2018_Lonely

Type Numeric (Double)

Valid Invalid Minimum Maximum Mean StdDev
9130 0 -4.41 3.89 0 1

PSPTSDEA - PGC_PTSD_2018_EA

Type Numeric (Double)

Frequency % of total % of valid
Missing . missing 3,399 37.2%

Total 3,399 37.2%

Valid Invalid Minimum Maximum Mean StdDev
5731 3399 -2.38 6.99 0 1

PSADEA - PGC_AlcDep_2018_EA

Type Numeric (Double)

Frequency % of total % of valid
Missing . missing 3,399 37.2%

Total 3,399 37.2%

Valid Invalid Minimum Maximum Mean StdDev
5731 3399 -3.43 3.52 0 1
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PSADEANR - PGC_AlcDep_2018_EA_NoRel

Type Numeric (Double)

Frequency % of total % of valid
Missing . missing 3,399 37.2%

Total 3,399 37.2%

Valid Invalid Minimum Maximum Mean StdDev
5731 3399 -3.71 3.62 0 1

PSPC1 - Principal component 1

Type Numeric (Double)

Valid Invalid Minimum Maximum Mean StdDev
9130 0 -0.75 0.36 0 0.02

PSPC2 - Principal component 2

Type Numeric (Double)

Valid Invalid Minimum Maximum Mean StdDev
9130 0 -0.37 0.77 0 0.02

PSPC3 - Principal component 3

Type Numeric (Double)

Valid Invalid Minimum Maximum Mean StdDev
9130 0 -0.69 0.09 0 0.02

PSPC4 - Principal component 4

Type Numeric (Double)

Valid Invalid Minimum Maximum Mean StdDev
9130 0 -0.45 0.65 0 0.02

PSPC5 - Principal component 5

Type Numeric (Double)

Valid Invalid Minimum Maximum Mean StdDev
9130 0 -0.22 0.26 0 0.02
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PSPC6 - Principal component 6

Type Numeric (Double)

Valid Invalid Minimum Maximum Mean StdDev
9130 0 -0.75 0.56 0 0.02

PSPC7 - Principal component 7

Type Numeric (Double)

Valid Invalid Minimum Maximum Mean StdDev
9130 0 -0.64 0.68 0 0.02

PSPC8 - Principal component 8

Type Numeric (Double)

Valid Invalid Minimum Maximum Mean StdDev
9130 0 -0.68 0.52 0 0.02

PSPC9 - Principal component 9

Type Numeric (Double)

Valid Invalid Minimum Maximum Mean StdDev
9130 0 -0.86 0.48 0 0.02

PSPC10 - Principal component 10

Type Numeric (Double)

Valid Invalid Minimum Maximum Mean StdDev
9130 0 -0.65 0.82 0 0.02

PSPC11 - Principal component 11

Type Numeric (Double)

Valid Invalid Minimum Maximum Mean StdDev
9130 0 -0.5 0.78 0 0.02

PSPC12 - Principal component 12

Type Numeric (Double)
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Valid Invalid Minimum Maximum Mean StdDev
9130 0 -0.58 0.55 0 0.02

PSPC13 - Principal component 13

Type Numeric (Double)

Valid Invalid Minimum Maximum Mean StdDev
9130 0 -0.63 0.62 0 0.02

PSPC14 - Principal component 14

Type Numeric (Double)

Valid Invalid Minimum Maximum Mean StdDev
9130 0 -0.51 0.86 0 0.02

PSPC15 - Principal component 15

Type Numeric (Double)

Valid Invalid Minimum Maximum Mean StdDev
9130 0 -0.5 0.55 0 0.02

PSPC16 - Principal component 16

Type Numeric (Double)

Valid Invalid Minimum Maximum Mean StdDev
9130 0 -0.9 0.66 0 0.02

PSPC17 - Principal component 17

Type Numeric (Double)

Valid Invalid Minimum Maximum Mean StdDev
9130 0 -0.5 0.78 0 0.02

PSPC18 - Principal component 18

Type Numeric (Double)

Valid Invalid Minimum Maximum Mean StdDev
9130 0 -0.89 0.4 0 0.02
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PSPC19 - Principal component 19

Type Numeric (Double)

Valid Invalid Minimum Maximum Mean StdDev
9130 0 -0.5 0.59 0 0.02

PSPC20 - Principal component 20

Type Numeric (Double)

Valid Invalid Minimum Maximum Mean StdDev
9130 0 -0.65 0.62 0 0.02

PSANCEST - AH genetic ancest: 0=Euro, 1=Afrcn

Type Code

Measurement Unit Text

Frequency % of total % of valid
Valid African

ancestry
Africian ancestry 1,975 21.6% 21.6%

East
Asian
ancest

East Asian ancestry 437 4.8% 4.8%

European
ancestry

European ancestry 5,731 62.8% 62.8%

Hispanic
ancestry

Hispanic ancsetry 987 10.8% 10.8%

Total 9,130 100.0% 100%

Valid Invalid
9130 0

PSRACE - RACE-5 CATEGORIES

Type Code

Measurement Unit Text

Frequency % of total % of valid
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Valid Asian Asian 449 4.9% 4.9%
Hispanic Hispanic 963 10.5% 10.5%
Nat.
Am.

Native American 22 0.2% 0.2%

NHB Non-Hispanic Black 1,939 21.2% 21.2%
NHW Non-Hispanic White 5,755 63.0% 63.0%

Total 9,130 100.0% 100%

Valid Invalid
9130 0
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